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AutoTree
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AutoTree

Concepts of AutoTree

James | Allen

Jones | Jones

* AutoTree uses shared trees
of DNA matches to find
common ancestors (MRCAs)
and can reconstruct a
(partial) tree.

* Based on genealogical trees

* AutoTree is available on
Genetic Affairs for FTDNA
profiles (and on GEDmatch
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for tier 1 users)

* AutoTreeis performed using the trees of
members of clusters obtained from an
AutoCluster analysis.

* Reconstructed trees aid in the identification
of the common ancestor of the remaining
DNA matches in a cluster.

* Work for persons with unknown parentage
to their birth families (for instance adoptees
or donor-conceived persons) as well as
people that have linked their DNA profile to

atree.

* Examines trees of matches to identify
common ancestors and reconstruct a tree

* Employs three steps:

1. Surname clustering

2. First name clustering

3. Birth/Death year clustering
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Visualization of trees

Jahn Samuel Fraeman {1813 Chocowinity - 137 Chacowinity, Beaufort Caanty, North Carolina, USA) m
usa)

* Reconstructed trees are
visualized for each
common ancestor and
linked DNA matches

* DNA matches visualized
using a color gradient

« Tree persons from your
own tree are also visualized

(if available)

Visualization in chart

Common ancestors « Common locations using clustering of
birth locations

Belle Zona Rg:eﬁn;n .

 Integration within the AutoCluster chart
(using Christmas trees and overlay
information)

Matches in cluster 4

- 2955 cM

-1945

raub - 182.3 cM third cousin
€M third cousin

- 152.4 cM third

d cousin
n- 92.2 cM third cousin

Common ancestors

* Overlay of common ancestors linked to
DNA matches projected on your own tree

* Shows the clusters where the DNA
matches originate from

« Clickable links for each common ancestor

* Show DNA matches that share the
common ancestor
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« Allows a quick analysis of
shared common ancestors in
trees of Y-DNA or mtDNA
matches

* Comparison with trees from
autosomal matches

Male/female visualizations
to improve analysis

* Available for FTDNA

Starting AutoTree

FamilyTreeDNA login: - Evert-Jan

Blom

Profile: Mails  Auto o0
Cluster ~ Segment
icw

E @ 3|0 [« ] * Available for FTDNA profiles

Rulebased  Auto Delete
[Auto Cluster ~ Scan

om * Select FTDNA profile of interest

* Select AutoTree option

« Set parameters, and start analysis

* Retrieve results by e-mail or
download results from site
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AutoKinship




Based on AutoCluster

« AutoCluster provides a limited
perspective regarding how
matches are related

* Matches from a cluster likely
share a common ancestor but
how are they related?

* Are there different MRCAs
between the matches?

* AutoKinship is performed using
members of clusters obtained
from an AutoCluster analysis.

* No genealogical trees required

* Predicts family trees based on the
amount of DNA your DNA
matches share with you and each
other.

probabllity

12 persons

* Reconstructed trees provide
hypotheses how matches are
related to each other

* Work for persons with unknown
parentage to their birth families
(for instance adoptees or donor-
conceived persons).

* Works for MyHeritage, 23andme

and GEDmatch data. |
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AutoKinship example

elationship Type Probability
Uae

eceftisphan

arent/G-Grandehild 0.1

Relationship predictor
https://dna-sci.com/tools/brit-cir

* Aunt Mia is the tested
person

* Liam and Olivia shared 2905
cM and are predicted
siblings

* They share 1548/1730 cM
with Aunt Mia
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AutoKinship example

Probability  Group
369

https://dna-sci.com/tools/brit-cir

* Ava and Charlotte share
3452 cM, parent child
relationship. Who is the
child?

* Aunt Mia shares 397 cM
with Ava, and 110 cM with
Charlotte

* Ava is the parent, most likely

a1CIR
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AutoKinship example

Relationship predictor
https://dna-scl.com/tools/brit-cim/

* Aunt Mia and Emma share
435 cM, potential 1C1R?

* Emma and Ava share 1084
cM, so most likely a 1C

* The 1C prediction of Emma
and Ava fits nicely with the
1C1R prediction of Emma

with Aunt Mia.
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AutoKinship concepts

* Examines many possible
relationships, similar to
WATO but from the
perspective of all matches

* Generated trees are sorted
based on the combined
probabilities

e * Employs probabilities from
https://dna-sci.com, created

.—_—’ by Brit Nicholson

Kinship & 23andme|

23andme login:

Ruebssed  Auto Delete

Profile: Mais Ao | Auto u
a Kinship [ Segment  Auto Closter  Scan
iow

E @l a|a o
S - | a8 [+ ] ) )
B & a o * Available for 23andme profiles

. ) )
Perform AutoCluster analysis for 23andme and profile EJ Blom Select 23andme profile of interest

* Select AutoKinship option

« Set parameters, and start analysis

* Retrieve results by e-mail or
download results from site |
0

Running AutoKinship

for MyHeritage

et pagelsjout  Formulas  Dsta

Bl

* (semi) manual data retrieval using 2 CSV
files

‘shared match B
shared match C

shared match 0 ¥ * Requires matches file, 2 or 3 columns
shared match £ 5 * 1t column: match name

« 2" column: amount of shared cM
shared match A 31 column: generation (optional)

shared match C
shared match D

* Requires shared matches file, 3 columns
15t column: match name
DNA shared match A « 27 column: shared match name
shared match B o 2rd )
match C O sicie 3rd column: amount of shared DNA

| mtches | o csws [ @ between shared matches -

kEyswsstEen:
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Tutorial AutoKinship
for MyHeritage

Other AutoCluster analyses

ﬁ Run Autocluster using €SV files E n

Tutorial AutoKinship
for MyHeritage

-~ sharinge..«- sharing
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Tutorial AutoKinship
for MyHeritage

" maiches | shared_matches | clster2 | iow chuster? |

Run AutoClusters analysis on MyHeritage
Save and unzip ZIP file from email

Examine report and select cluster of
interest

Upload HTML to Genetic Affairs

Retrieve Excel spreadsheet with matches
& shared matches per cluster

wlam My matchis

Next, we need to obtain how much DNA
our shared matches share.

For each match
There are a number of shared matches

This is the amount of DNA | am sharing
with the shared match

My match is sharing this amount of DNA
with each shared match

The shared DNA information in this
column needs to be copied into the Excel

For each match and shared match
combination

Find back how much DNA they share
Fill it in the last column

Quite time consuming!
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Tutorial AutoKinship
for MyHeritage

* Visit Genetic Affairs:
https://members.geneticaffairs.co
m/autokinship

* Use bulk import to paste matches
& shared matches

* (optional) set generational level of
tested person

* Provide name, select cM

probabilities and start analysis I

Tutorial AutoKinship
for MyHeritage

* Parts of the predicted
tree can be known

L —

* Make a tree in WATO
(https://dnapainter.com/t

ools/probability) and load

it into AutoKinship

Cllck for s MyHertage tutorta —

Bulk import
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Conclusion

* AutoTree reconstructs genealogical trees based on
trees shared by (FTDNA) DNA matches
* Available on GEDmatch (tier 1)

* AutoKinship reconstructs trees based on shared DNA
between shared matches
* Automatically for 23andme matches
* Semi automatically for MyHeritage
* Available on GEDmatch (tier 1)




' Additional resources

Genetic genealogy blogs

https://patriciacolemangenealogy.com/

https://dna-explained.com/category/genetic-affairs/

St eamet BB @

@ wwwfacebook.c ffairy
@ www.geneticaffairs.com
info@geneticaffairs.com

o https://twitter.com/AffairsGenetic
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